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A Complex World from a Virus’ Point of View 
 
In 2006 the European Union posted a scientific challenge reading: ‘If we could 
spend 1 Billion Euro on stopping the HIV Pandemic, should we spend it on better 
medicine or changing behavior?’ Thinking about mind boggling questions like 
that we realize more and more that the only answer to many relevant questions 
in life requires a true multi-, inter-, and cross-disciplinary approach. It is a quest 
from the molecule all the way up to mankind and back again. There is no escape, 
the only way out is to dig deep into all aspects of the elements that constitute 
the problem and try to uncover their intricate connection, and then hope for the 
best. In this presentation I will relate of such a journey and show how we can 
uncover emergent properties of HIV-1 dynamics using novel algorithmic and 
computational methods. These methods seem to have a predictive power with 
which we might be able to answer seemingly impossible questions as the one 
stated above. 
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